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SplitTree

Octávio S. Paulo – FEM

Huson and Bryant 2006 MBE
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SplitsTree 4

Octávio S. Paulo - Filogenética
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SplitsTree 4

Octávio S. Paulo - Filogenética
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SplitsTree 4

Octávio S. Paulo - Filogenética
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SplitsTree 4

Octávio S. Paulo - Filogenética
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starBeast

Octávio S. Paulo - Filogenética

File  template starBeast3
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starBeast

Octávio S. Paulo - Filogenética

File  template starBeast3
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starBeast

Octávio S. Paulo - Filogenética

File  Import alingments   (nexus, um por gene)
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starBeast

Octávio S. Paulo - Filogenética

Default unlink

Note that you should only unlink the tree model across data 
partitions that are actually genetically unlinked. For example, in 
most organisms all the mitochondrial genes are effectively linked 
due to a lack of recombination and they should be set up to use the 
same tree model in a *BEAST analysis. It could also be that for this 
analysis a linked model would perform better.
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Taxon set

Octávio S. Paulo - Filogenética
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Taxon set

Octávio S. Paulo - Filogenética
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Taxon set

Octávio S. Paulo - Filogenética
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Gene Ploidy

Octávio S. Paulo - Filogenética
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Site model

Octávio S. Paulo - Filogenética
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Site model

Octávio S. Paulo - Filogenética
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Site model

Octávio S. Paulo - Filogenética
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Gene clock model

Octávio S. Paulo - Filogenética
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Species clock model

Octávio S. Paulo - Filogenética
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Species clock model

Octávio S. Paulo - Filogenética



21

Priors

Octávio S. Paulo - Filogenética
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Priors

Octávio S. Paulo - Filogenética
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Priors

Octávio S. Paulo - Filogenética
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Priors

Octávio S. Paulo - Filogenética
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MCMC

Octávio S. Paulo - Filogenética
500/5000
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MCMC

Octávio S. Paulo - Filogenética

5000
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MCMC

Octávio S. Paulo - Filogenética

5000
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Xml  to beast

Octávio S. Paulo - Filogenética

Save xml in folder where results are going to be  
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starBeast

Octávio S. Paulo - Filogenética
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trace

Octávio S. Paulo - Filogenética



31

Treeannotator

Octávio S. Paulo - Filogenética

Input   .trees
Output   .tree
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Figtree

Octávio S. Paulo - Filogenética
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Densitree

Octávio S. Paulo - Filogenética
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