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2.1 Cyanobacterial strains

Forty three cyanobacterial strains (Table S7.1), previously isolated from Portuguese surface
freshwater reservoirs and wastewater treatment plants (Fig. 2.1), belonging to “Estela Sousa e Silva
Algae Culture Collection” (Laboratory of Biology and Ecotoxicology, INSA, IP.,, Lisbon, Portugal)
(Paulino et al., 2009) and “LEGE Culture Collection” (Laboratory of Ecotoxicology, Genomics and
Evolution, CITMAR, Porto, Portugal) (Martins ez al., 2010, 2011), respectively, were studied.
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Figure 2.1: Map of freshwater sampling sites (39°23'59.5" N 8°13'28" 0).
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Figure 2.2: Flowchart of the custom GNU Make CyanoPipeline. Yellow shapes represent third party software. Green
shapes represent the necessary pipeline input files. The orange shape represents a custom python script. The red shape
denotes a browser tool thats not included in the pipeline, but used as the final step of the analysis. Thin arrows represent
Input/ Output stream and large arrows represent the succession of software tools.
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Figure 3. Clustered heat maps and dendrograms of the normalized log2 fold change (FC) visualizing
the expression of significant (FDR < 0.01) treatment-specific differentially expressed genes (DEGs)
considering the effect of moderate water deficit (MWD) and severe water deficit (SWD) conditions
compared to well-watered plants (WW) in Coffea arabica cv. Icatu (Icatu) and C. canephora cv. Conilon
Clone CL153 (CL153) plants. Values were scaled by row using Z-scores. Hot colors represent up-
regulated DEGs, and cold colors represent down-regulated DEGs. Column color labels represent
water treatments (colors of treatments follow Figure 1).
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Em co-orientagao com a Prof. Ana Sofia Reboleira

Phylogenetics and Phylogeography of cave-dwelling arthropods
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Subterranean ecosystems provide unique¥ ,-r‘funities to answer eco-evolutionary
questions. The strong environmental filter Imposed by the lack of light and resource
searcity lead to dramatic morphophysiological conses (

animals, often masking evolutionary relationships.‘Ca¥e animals are the result of multiple
colonizations of the underground in different waves, and\egnsequent adaptation.
Populations are presumably small ahd‘specimens are hard to-thrive. This work will study
the largest subterranean terrestrial insect of Europe Squamatinia.algharbica (Insects:
Zygentoma), endemic from caves of the Algarve. A large set of specimens from different
populations with morphometric significant differences are available for sequencing. The
main objective is to understand population genetics,,and consequently gene flow

and habitat fragmentation. This speciesfis,threatned by human activities, has reduced
geographical distribution and is confined'to the underground, therefore, the results of this
project will also contribute to develop more effective conservation measures to this
species and by extension to Po_litf,&uese endemic fauna.
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