
FTMS – High Resolution MS 

Merry go round... 



FTICR-MS 

 Fourier transform mass spectrometry 

 

Allan Marshall1978 

FTICR-MS Invention 

 

National High Field Lab 

21 Tesla (Earth’s mag field... 50 mT) 

http://www.magnet.fsu.edu/mediacenter/factsheets/imagelibrary/images/people/marshall-print.jpg


FTICR Cell 
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Fourier transformed ion-ciclotron ressonance mass spectrometry 

FTICR: Operation principle 



Exciting ions 



Detecting ions 
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Limits of resolving power 

Signal decay in time 
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Number of C 

Isotopic distribution 



Hi Rez Low Rez 

Why high resolution? 



Protein, ESI 



Isotopic pattern 
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Ion trap vs FTICR 





TTR variants in human plasma 

Trypsin hydrolysis 

 

MALDI-FTICR analysis 

Control FAP Control FAP 



Human TTR in yeast 
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L. Infantum NOS 

Is LiNOS there? 
Western 

Enzyme Activity 



Recombinant 

L. Infantum extract 

MALDI-FTICR 



Mutations LiGLO2 

Structural information 

MS molecular information 



Extreme resolution 
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What is it? 
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Theo.  280.13652 
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Dev.    0.22 ppm 
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Isotopic pattern detail 
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S !!! 



FTICR-MS 

 Resolução (900.000 @ 7 Tesla) 

 Exactidão  (<1ppm) 

 LC-MS (n...) 

 Fragmentação de iões 

CAD 

SORI-CAD 

 IRMPD 

ECD 


